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Abstract
Coronaviruses	are	large,	often	spherical,	enveloped,	single-stranded	positive-sense	RNA	viruses,	ranging	in
size	from	80-220	nm.	They	can	cause	diseases	ranging	from	the	common	cold	to	severe	acute	respiratory
syndrome	(SARS).
Contents
This	is	a	citation	summary	for	Coronavirus	(CoV)	proteins	in	the	Guide	to	Pharmacology	database	(GtoPdb).	It
exists	purely	as	an	adjunct	to	the	database	to	facilitate	the	recognition	of	citations	to	and	from	the	database	by
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given	here	under	database	links.
GtoPdb	is	an	expert-driven	guide	to	pharmacological	targets	and	the	substances	that	act	on	them.	GtoPdb	is	a
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